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PROBABLE LIPOPROTEIN LPQZ: RV1244−0.03

hypothetical protein: RV2292C−1.60

PROBABLE CHROMOSOME PARTITIONING PROTEIN PARA: RV3918C−3.84

hypothetical protein: RV1352−4.58

hypothetical protein: RV1425−5.33

hypothetical protein: RV0598C−5.42

hypothetical protein: RV0599C−5.42

log10(P) upstream meme1 2 log10(P.clust)=−3.75; 7 seqs; 6 uniq
c(0.5, 2.5)
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