Cluster: 0180 mtu; resid: 0.54; r/c: 16/241
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Ipstream meme PSSM #1; e=1.9e+04 upstream meme PSSM #2; e=2e+04

l0g10(P) upstream meme log10(P.clust)=-1.14; 16 segs; 10 uniq
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-1.29 hypothetiggl-protein: RV0750
~-1.00SSIBLE TRANSCRIPTIONAL REGULATORY-PROTEIN: RV3183
-1.06 hypothetical protein: RV3182

—1FHROBABLE TRANSCRIPTIONAL REGULATORY PROTEIN: RV2887

NS

R 13c
RVRV . s 084 PROBABLE phiRv2 PROPHAGE PROTEIN: RV2657C
A5 -0.84 POSSIBLE phiRv2 PROPHAGE PROTEIN: RV2656C
o aotose  —0.84 POSSIBLE phiRv2 PROPHAGE PROTEIN: RV2655C
36 rds ~0:84 ——————POSSIBLEPhiRv2PROPHAGE PROTEIN:IRV2654C
N -0.76 ———————————hypotheticat-protein:(RV2413C
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