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hypothetical protein: RV0569−3.61
hypothetical protein: RV0079−3.62
hypothetical protein: RV0080−3.62

hypothetical protein: RV2627C−3.87
hypothetical protein: RV2623−3.89

PROBABLE NITRATE REDUCTASE NARX: RV1736C−4.13
POSSIBLE NITRATE/NITRITE TRANSPORTER NARK2: RV1737C−4.13

TWO COMPONENT SENSOR HISTIDINE KINASE DEVS: RV3132C−4.44
 REGULATORY PROTEIN DEVR (PROBABLY LUXR/UHPA−FAMILY): RV3133C−4.44

hypothetical protein: RV3134C−4.44
hypothetical protein: RV2628−4.53

PROBABLE FERREDOXIN FDXA: RV2007C−6.65
hypothetical protein: RV2005C−7.34

PROBABLE CONSERVED TRANSMEMBRANE PROTEIN: RV1733C−8.28
hypothetical protein: RV2626C−8.31
hypothetical protein: RV3130C−11.03

hypothetical protein: RV3131−11.03
hypothetical protein: RV2030C−12.22

(ALPHA−CRSTALLIN HOMOLOG) (14 kDa ANTIGEN) (HSP16.3): RV2031C−12.22
Conserved hypothetical protein Acg: RV2032−12.22

log10(P) upstream meme1 2 log10(P.clust)=−6.70; 20 seqs; 15 uniq
c(0.5, 2.5)
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