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x.range

upstream meme PSSM #1; e=0.00035
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upstream meme PSSM #2; e=0.18
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Rv2565

string
operons −200 −100 −1

hypothetical protein: RV2565−8.82

thymidine phosphorylase: RV3314C−11.95

cytidine deaminase: RV3315C−11.95

CTASE) (FUMARATE DEHYDROGENASE) (FUMARIC HYDROGENASE): RV3316−11.95

CTASE) (FUMARATE DEHYDROGENASE) (FUMARIC HYDROGENASE): RV3317−11.95

succinate dehydrogenase flavoprotein subunit: RV3318−11.95

succinate dehydrogenase iron−sulfur subunit: RV3319−11.95

hypothetical protein: RV2774C−13.18

hypothetical protein: RV2775−13.18

log10(P) upstream meme1 2 log10(P.clust)=−11.87; 9 seqs; 5 uniq
c(0.5, 2.5)
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