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sthA

RV3128C RV1489C

Rv2027c

mutT1 string −200 −100 −1

RV3128CNA

RV1489CNA

hypothetical protein: RV1501−0.83

Probable histidine kinase response regulator: RV2027C−0.83

POSSIBLE HYDROLASE MUTT1: RV2985−0.83

HYPOTHETICAL PROLINE RICH PROTEIN: RV3333C−0.83

soluble pyridine nucleotide transhydrogenase: RV2713−0.88

hypothetical protein: RV0269C−1.73

hypothetical protein: RV1847−1.97

log10(P) upstream meme1 2 log10(P.clust)=−1.13; 9 seqs; 8 uniq
c(0.5, 2.5)
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