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Cluster: 0203 mtu; resid: 0.47; r/c: 9/236
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Cluster: 0203 mtu; resid: 0.47; r/c: 9/236

x.range

upstream meme PSSM #1; e=3e+03
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upstream meme PSSM #2; e=4.2e+03
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Rv2750

Rv2751

fabG

Rv2752c

Rv2757c
Rv2758c

Rv2760c

cyp135B1

dinP

string
operons −200 −100 −1

3−ketoacyl−(acyl−carrier−protein) reductase: RV2766C−0.00

hypothetical protein: RV2752C−0.45

POSSIBLE CYTOCHROME P450 135B1 CYP135B1: RV0568−1.19

hypothetical protein: RV2751−1.82

3−ketoacyl−(acyl−carrier−protein) reductase: RV2750−1.82

hypothetical protein: RV2757C−2.41

hypothetical protein: RV2758C−2.41

hypothetical protein: RV2760C−3.20

DNA polymerase IV: RV3056−3.91

log10(P) upstream meme1 2 log10(P.clust)=−1.91; 9 seqs; 7 uniq
c(0.5, 2.5)
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