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x.range

upstream meme PSSM #1; e=2.3
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x.range
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upstream meme PSSM #2; e=5

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16

●

●

●

●

●

●

●

●

●

Rv1579c

Rv1580c
Rv1581c

cyp143

Rv1786

Rv1889c

Rv1864c

Rv1865c

Rv1439c
string
operons −200 −100 −1

Probable phiRv1 phage protein: RV1579C−2.81

Probable phiRv1 phage protein: RV1580C−2.81

hypothetical protein: RV1864C−3.05

short chain dehydrogenase: RV1865C−3.05

Probable phiRv1 phage protein: RV1581C−5.79

hypothetical protein: RV1889C−9.11

hypothetical protein: RV1439C−11.29

PROBABLE CYTOCHROME P450 143 CYP143: RV1785C−15.96

PROBABLE FERREDOXIN: RV1786−15.96

log10(P) upstream meme1 2 log10(P.clust)=−7.76; 9 seqs; 7 uniq
c(0.5, 2.5)
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