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upstream meme PSSM #1; e=0.00032
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upstream meme PSSM #2; e=0.091
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NADH pyrophosphatase: RV3199C−0.29

POSSIBLE RNA METHYLTRANSFERASE: RV2118C−14.75

hypothetical protein: RV2119−14.75

Probable hypothetical membrane protein: RV1567C−16.14

enosylmethionine−−8−amino−7−oxononanoate transaminase: RV1568−16.14

8−amino−7−oxononanoate synthase: RV1569−16.14

dithiobiotin synthetase: RV1570−16.14

hypothetical protein: RV1571−16.14

log10(P) upstream meme1 2 log10(P.clust)=−13.81; 8 seqs; 5 uniq
c(0.5, 2.5)
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