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x.range

upstream meme PSSM #1; e=89

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.9e+03

1 3 5 7 9 11 13 151 3 5 7 9 11 13
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PE_PGRS55

Rv3705c

mycP5

PPE27

Rv3729

lppW

PE_PGRS56

string
operons −200 −100 −1

hypothetical protein: RV3705C−1.66

PROBABLE CONSERVED ALANINE RICH LIPOPROTEIN LPPW: RV2905−2.40

POSSIBLE TRANSFERASE: RV3729−2.76

hypothetical protein: RV1795−5.34

UBTILISIN−LIKE PROTEASE) (SUBTILASE−LIKE) (MYCOSIN−5): RV1796−5.34

hypothetical protein: RV1797−5.34

hypothetical protein: RV1798−5.34

PE−PGRS FAMILY PROTEIN: RV3511−5.94

PE−PGRS FAMILY PROTEIN: RV3512−5.94

PPE FAMILY PROTEIN: RV1787−8.45

PE FAMILY PROTEIN: RV1788−9.38

PPE FAMILY PROTEIN: RV1789−9.38

PPE FAMILY PROTEIN: RV1790−10.18

log10(P) upstream meme1 2 log10(P.clust)=−5.96; 13 seqs; 8 uniq
c(0.5, 2.5)
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