Cluster: 0227 mtu; resid: 0.50; r/c: 13/241

O _]
H L]
o
Sz
SE
Ul !
Lo \
ﬂg | I I i ‘ ‘
5.9 ‘
N
32
Qg
88
2 o
|
= |
: [ [ [ [
500 1000 1500 2000
upstream meme PSSM #1; e=89 upstream meme PSSM #2; e=1.9e+03
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