Cluster: 0232 mtu; resid: 0.52; r/c: 16/11
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log10(P.clust)=-3.03; 16 segs; 5 uniq

-3.64 308 ribosomal protein St4: RV0717
-3.64 50S-ribosomat-protein-£1 5. RV0723
-3.64 50S ribosomal-protein 1:30: RV0722
-3.64 30S ribosofhal protein S5: RV0721
-3.64 50S ribosorffal proteih L18: RV0720
-3.64 50S ribosorffal proteih L14: RV0714
T -2.94 50S-ribosomat-protein-+=1 0’ RV0651
270 - 50S ribosomal protein 1L.22: RV0706
-2.70 305 ribosomal pratein S17: RV0710
-2.70 " 50S ribosomal pratein L29: RV0709
-2.70 "50S ribosomal pratein L16: RV0708
-2.70 308 ribosomal pratein S3: RV0707
-2.70 "B0S ribosomal praiein L.23: RV0703
-2.70 - 50S ribosomal petein L3: RV0701
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