Cluster: 0237 mtu; resid: 0.49; r/c: 10/245
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POSSIBEE TRANSPOSASE: RV3637
1 -MYROTHETICAL ARGININE AND PROLINE RjGH PROTEIN: RV3611

ABLE FABUYACHD-S¥NFHASE-FASATF-AESHD-SwNFHET ~SEy [RIZ52E0

hypotheticaBrotein: RV2624C

RvI735 —3.30 mypothetigat-protein: [RV252206
-3.30 4'=phosphopantetheinyl-{gansferase: [RV2523C

Rvaez7  —2.05 HYPOTHETICALMEMBRANE PROTEIN: RV1735C
szg -1.74 hypothetical protein: RVO574C

Rv3611 = Sherens 200 -100 -1



