Cluster: 0243 mtu; resid: 0.50; r/c: 17/236
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B 10910(P) upstream meme log10(P.clust)=—3.32; 17 segs; 10 uniq
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-3.89 - POSSIBLE CONSERVED MEMBRANE PROTEIN: RV3869

-3.89 s hypothetical protein: RV3868

-3.89 - hypothetical protein: RV3867

-3.89 - hypothetical-protein: RV3866
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-3.89 - hypothetical-protein: RV3864
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-2.84 hypothetf€al protein: RV1247C

-2.64  ribonucleotide—diphosphate reduct®e,subunit alpha: RV3051C
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