
500 1000 1500 2000

−
5

0
5

10

Cluster: 0248 mtu; resid: 0.48; r/c: 12/242

−
5

0
5

10

Cluster: 0248 mtu; resid: 0.48; r/c: 12/242

x.range

upstream meme PSSM #1; e=4.6

1 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=3.7e+03

1 2 3 4 5 6

●

●

●

●

●

●
●

●

●

●

●

●

Rv0398c
lpqK

Rv1976c

ureA

ureB

ureC ureF

ureG
ureD

Rv2759c

Rv2760c

Rv0656c

string
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hypothetical protein: RV0656C−1.15

urease subunit gamma: RV1848−4.41

urease subunit beta: RV1849−4.41

urease subunit alpha: RV1850−4.41

Urease accessory protein uref: RV1851−4.41

Urease accessory protein ureG: RV1852−4.41

Probable urease accessory protein ureD: RV1853−4.41

POSSIBLE CONSERVED LIPOPROTEIN LPQK: RV0399C−5.20

POSSIBLE SECRETED PROTEIN: RV0398C−5.20

hypothetical protein: RV1976C−5.64

hypothetical protein: RV2759C−6.53

hypothetical protein: RV2760C−6.53

log10(P) upstream meme1 2 log10(P.clust)=−4.73; 12 seqs; 5 uniq
c(0.5, 2.5)
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