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Cluster: 0250 mtu; resid: 0.47; r/c: 7/235
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Cluster: 0250 mtu; resid: 0.47; r/c: 7/235

x.range

upstream meme PSSM #1; e=91

1 3 5 7 9 11 13 151 3 5 7 9 11 13

x.range

y.
ra
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e

upstream meme PSSM #2; e=3e+03

1 3 5 7 9 11 13 151 3 5 7 9 11 13
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ruvB

ruvA
ruvC

recA

radA

Rv3586

Rv3776 string
operons −200 −100 −1

hypothetical protein: RV3776−6.44

DNA repair protein RadA: RV3585−7.03

hypothetical protein: RV3586−7.03

recombinase A: RV2737C−8.38

Holliday junction DNA helicase B: RV2592C−8.52

Holliday junction DNA helicase motor protein: RV2593C−8.52

Holliday junction resolvase: RV2594C−8.52

log10(P) upstream meme1 2 log10(P.clust)=−7.78; 7 seqs; 4 uniq
c(0.5, 2.5)
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