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upstream meme PSSM #1; e=290
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string
operons −200 −100 −1

POSSIBLE phiRv2 PROPHAGE PROTEIN: RV2654C−4.28

POSSIBLE phiRv2 PROPHAGE PROTEIN: RV2655C−4.28

POSSIBLE phiRv2 PROPHAGE PROTEIN: RV2656C−4.28

PROBABLE phiRv2 PROPHAGE PROTEIN: RV2657C−4.28

hypothetical protein: RV2819C−5.08

hypothetical protein: RV2820C−5.08

hypothetical protein: RV2821C−5.08

hypothetical protein: RV2823C−5.08

hypothetical protein: RV2824C−5.08

haloalkane dehalogenase: RV2296−6.21

hypothetical protein: RV2237−6.81

POSSIBLE ALANINE AND PROLINE RICH MEMBRANE PROTEIN: RV2473−8.38

hypothetical protein: RV2472−8.38

log10(P) upstream meme1 2 log10(P.clust)=−5.56; 13 seqs; 5 uniq
c(0.5, 2.5)
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