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Cluster: 0256 mtu; resid: 0.48; r/c: 12/240
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Cluster: 0256 mtu; resid: 0.48; r/c: 12/240

x.range

upstream meme PSSM #1; e=0.014

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=0.27

1 6 11 161 6 11 161 6 11 161 6 11 161 6 11 16
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sigL

Rv0736

mscL

Rv0986

Rv1514c

Rv3071

Rv3015c
lpqA

pgmA

ccrB

ccrB

Rv1136 string
operons −200 −100 −1

large−conductance mechanosensitive channel: RV0985C−3.87

RNA polymerase sigma factor SigL: RV0735−5.67

PROBABLE CONSERVED MEMBRANE PROTEIN: RV0736−5.67

hypothetical protein: RV1514C−7.22

MPONENT TRANSPORT ATP−BINDING PROTEIN ABC TRANSPORTER: RV0986−7.41

POSSIBLE ENOYL−CoA HYDRATASE: RV1136−8.83

phosphoglucomutase: RV3068C−11.23

camphor resistance protein CrcB: RV3069−11.23

camphor resistance protein CrcB: RV3070−11.23

hypothetical protein: RV3071−11.23

hypothetical protein: RV3015C−11.76

PROBABLE LIPOPROTEIN LPQA: RV3016−11.76

log10(P) upstream meme1 2 log10(P.clust)=−8.92; 12 seqs; 9 uniq
c(0.5, 2.5)
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