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x.range

upstream meme PSSM #1; e=41

1 3 5 7 9 11 13 151 3 5 7 9 11 13

x.range

y.
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upstream meme PSSM #2; e=620

1 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 17
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Rv0940c
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Rv1287

deaD

Rv1254

uvrC

Rv1422whiA

Rv3555c

pip

Rv1424c

string
operons −200 −100 −1

hypothetical protein: RV1059−2.04

hypothetical protein: RV1287−3.45

OMOLOG DEAD (ATP−dependent RNA helicase deaD homolog): RV1253−4.38

PROBABLE ACYLTRANSFERASE: RV1254−4.38

hypothetical protein: RV3555C−4.45

POSSIBLE MEMBRANE PROTEIN: RV1424C−4.59

excinuclease ABC subunit C: RV1420−8.20

hypothetical protein: RV1422−8.20

PROBABLE TRANSCRIPTIONAL REGULATORY PROTEIN WHIA: RV1423−8.20

INE IMINOPEPTIDASE PIP (PROLYL AMINOPEPTIDASE) (PAP): RV0840C−8.91

POSSIBLE OXIDOREDUCTASE: RV0940C−8.96

log10(P) upstream meme1 2 log10(P.clust)=−5.98; 11 seqs; 8 uniq
c(0.5, 2.5)
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