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x.range

upstream meme PSSM #1; e=0.16

1 3 5 7 9 11 131 3 5 7 9 11 13
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upstream meme PSSM #2; e=260
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string
operons −200 −100 −1

hypothetical protein: RV1443C−1.44

PROBABLE INTEGRAL MEMBRANE PROTEIN: RV0537C−1.49

phosphoglyceromutase: RV0489−2.06

POSSIBLE CONSERVED MEMBRANE PROTEIN: RV0531−2.15

CONSERVED HYPOTHETICAL ALANINE RICH PROTEIN: RV2983−2.19

lipoprotein signal peptidase: RV1539−2.40

 HYPOTHETICAL PROTEIN MEMBER OF yabO/yceC/yfiI FAMILY: RV1540−2.40

arginine/ornithine transport system ATPase: RV1496−2.94

hypothetical protein: RV1495−2.94

hypothetical protein: RV0481C−10.42

PROBABLE CONSERVED EXPORTED PROTEIN: RV0774C−13.13

hypothetical protein: RV0775−13.13

log10(P) upstream meme1 2 log10(P.clust)=−4.73; 12 seqs; 10 uniq
c(0.5, 2.5)
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