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acetyl−CoA synthetase: RV3667−2.91

hypothetical protein: RV1945−3.00

hypothetical protein: RV3776−3.07

ribonuclease activity regulator protein RraA: RV3853−3.09

hypothetical protein: RV2297−3.50

Probable conserved integral membrane protein: RV2181−4.22

HYPOTHETICAL ALANINE RICH PROTEIN: RV2541−5.10
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