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ALPHA−MANNOSIDASE: RV0648−3.43

NYL COA−ACYL CARRIER PROTEIN TRANSACYLASE FABD2 (MCT): RV0649−3.43

POSSIBLE SUGAR KINASE: RV0650−3.43

hypothetical protein: RV0258C−3.48

hypothetical protein: RV0259C−3.48

gen−III synthetase/response regulator domain protein: RV0260C−3.48

hypothetical protein: RV1290C−4.11

fructose−bisphosphate aldolase: RV0363C−6.38

PUTATIVE ESAT−6 LIKE PROTEIN ESXT: RV3444C−13.57

ESAT−6 LIKE PROTEIN ESXU: RV3445C−13.57

HYPOTHETICAL ALANINE AND VALINE RICH PROTEIN: RV3446C−13.57

PROBABLE CONSERVED MEMBRANE PROTEIN: RV3447C−13.57

UBTILISIN−LIKE PROTEASE) (SUBTILASE−LIKE) (MYCOSIN−4): RV3449−13.57

POSSIBLE CONSERVED MEMBRANE PROTEIN: RV0116C−15.28

OXIDATIVE STRESS RESPONSE REGULATORY PROTEIN OXYS: RV0117−15.28

log10(P) upstream meme1 2 log10(P.clust)=−8.64; 15 seqs; 8 uniq
c(0.5, 2.5)
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