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Cluster: 0312 mtu; resid: 0.48; r/c: 9/241
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Cluster: 0312 mtu; resid: 0.48; r/c: 9/241

x.range

upstream meme PSSM #1; e=240

1 6 11 161 6 11 161 6 11 161 6 11 161 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.9e+03

1 3 5 7 91 3 5 7 9
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Rv3848 RV1150
Rv1354c

Rv1998c

RV2099C

Rv2401
Rv0750

RV2306C

string −200 −100 −1

RV1150NA

RV2099CNA

RV2306CNA

hypothetical protein: RV2401−2.23

hypothetical protein: RV0750−4.27

hypothetical protein: RV1998C−6.10

hypothetical protein: RV1354C−6.54

PROBABLE CONSERVED TRANSMEMBRANE PROTEIN: RV3848−6.77

acyl−CoA synthetase: RV1750C−8.63

log10(P) upstream meme1 2 log10(P.clust)=−5.76; 9 seqs; 7 uniq
c(0.5, 2.5)
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