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-4.56 DNA-polymerage-tilggubunijgggammar-and-tau: RV3721C
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PRGBABLE CONSERVED INTEGRAL MEMBRAME PROTEIN: RV3454

-2.95 transcrigjion-elongation-factor GreA: RV1080C

-164  PROBABLE MONOPHOSPHATASE: RV3137
-1.39 ————PNA-directed-RNA-polymerase-sutjgit-atpha: [RV3457C

-1.39 tRNA-pseudouridine sygthase A: RV3455C
-0.£ROBABLE CONSERVED-TRANSMEMBRANE PROTEIN: RV3737
-0.21 hypothetical protein: RV3401
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