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x.range

upstream meme PSSM #1; e=0.0045
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operons −200 −100 −1

PROBABLE LIPOPROTEIN LPPT: RV1799−1.36

HYPOTHETICAL SHORT PROTEIN: RV3599C−1.49

Probable glycosyltransferase: RV1524−2.18

hypothetical protein: RV0088−2.79

hypothetical protein: RV2616−4.83

hypothetical protein: RV1647−6.39

Probable transmembrane protein: RV1648−6.39

hypothetical protein: RV3707C−6.85

pyruvate dehydrogenase subunit E1: RV2241−8.16

hypothetical protein: RV2240C−8.16

hypothetical protein: RV2568C−8.94

hypothetical protein: RV2570−8.94

hypothetical protein: RV2569C−8.94

log10(P) upstream meme1 2 log10(P.clust)=−5.80; 13 seqs; 11 uniq
c(0.5, 2.5)
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