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Cluster: 0330 mtu; resid: 0.51; r/c: 11/240

x.range

upstream meme PSSM #1; e=1.3e+03
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string
operons −200 −100 −1

hypothetical protein: RV1505C−0.64

hypothetical protein: RV1506C−0.64

hypothetical protein: RV1134−0.65

PROBABLE CYTOCHROME P450 128 CYP128: RV2268C−1.03

PPE FAMILY PROTEIN: RV3892C−1.69

hypothetical protein: RV1503C−1.73

hypothetical protein: RV1504C−1.73

POSSIBLE TRANSPOSASE (FRAGMENT): RV3431C−4.79

hypothetical protein: RV1259−4.93

hypothetical protein: RV1260−4.93

OBABLE CONSERVED INTEGRAL MEMBRANE TRANSPORT PROTEIN: RV1258C−5.29

log10(P) upstream meme1 2 log10(P.clust)=−2.55; 11 seqs; 8 uniq
c(0.5, 2.5)
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