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Cluster: 0345 mtu; resid: 0.48; r/c: 6/232
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upstream meme PSSM #1; e=3.3e+03
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Rv0774c Rv3194c

string
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POSSIBLE CONSERVED SECRETED PROTEIN: RV3194C−0.09

CONSERVED HYPOTHETICAL ALANINE RICH PROTEIN: RV2844−1.98

Possible lipoprotein lprI: RV1541C−3.43

XYLULOSE KINASE XYLB (XYLULOKINASE) (XYLULOSE KINASE): RV0729−4.32

hypothetical protein: RV0730−4.32

PROBABLE CONSERVED EXPORTED PROTEIN: RV0774C−4.90

log10(P) upstream meme1 2 log10(P.clust)=−3.17; 6 seqs; 5 uniq
c(0.5, 2.5)

13
 O

ct
 2

5 
14

:2
5:

18
 it

er
=

20
00

cM
on

ke
y 

V
er

si
on

 4
.9

.8
 m

tu


