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Cluster: 0350 mtu; resid: 0.37; r/c: 4/232
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Cluster: 0350 mtu; resid: 0.37; r/c: 4/232
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POSSIBLE OXIDOREDUCTASE: RV0245−1.06

SCRIPTIONAL REGULATORY PROTEIN (POSSIBLY TETR−FAMILY): RV0158−1.41

ABLE RESPIRATORY NITRATE REDUCTASE (ALPHA CHAIN) NARG: RV1161−1.41

hypothetical protein: RV3337−1.41

log10(P) upstream meme1 2 log10(P.clust)=−1.32; 4 seqs; 4 uniq
c(0.5, 2.5)
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