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upstream meme PSSM #1; e=32
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PE_PGRS60string
operons −200 −100 −1

acetyl−CoA acetyltransferase: RV1867−0.39

hypothetical protein: RV2300C−1.30

hypothetical protein: RV2023C−1.67

hypothetical protein: RV2452C−2.06

PE FAMILY PROTEIN: RV0151C−2.82

PE−PGRS FAMILY−RELATED PROTEIN: RV3652−3.25

hypothetical protein: RV1943C−4.21

hypothetical protein: RV1944C−4.21

PE FAMILY PROTEIN: RV2107−4.85

PPE FAMILY PROTEIN: RV2108−4.85

hypothetical protein: RV0830−5.32

BLE CONSERVED TRANSMEMBRANE TRANSPORT PROTEIN MMPL13A: RV1145−5.48

BLE CONSERVED TRANSMEMBRANE TRANSPORT PROTEIN MMPL13B: RV1146−5.48

hypothetical protein: RV1950C−5.91

hypothetical protein: RV1951C−5.91

log10(P) upstream meme1 2 log10(P.clust)=−3.85; 15 seqs; 11 uniq
c(0.5, 2.5)
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