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plcC

plcB

plcA

Rv1215c

Rv1242

Rv2944 string
operons −200 −100 −1

hypothetical protein: RV1242−0.00

IS1533 transposase: RV2944−0.22

hypothetical protein: RV1215C−1.60

PROBABLE PHOSPHOLIPASE C 3 PLCC: RV2349C−6.17

PROBABLE MEMBRANE−ASSOCIATED PHOSPHOLIPASE C 2 PLCB: RV2350C−6.17

NE−ASSOCIATED PHOSPHOLIPASE C 1 PLCA (MTP40 ANTIGEN): RV2351C−6.77

log10(P) upstream meme1 2 log10(P.clust)=−3.49; 6 seqs; 5 uniq
c(0.5, 2.5)
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