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-16.44 hypethetical protein: RV0647C

-16.44 PROBABLE LIPASE/ESEERASE LIPG: RV0646C
YNTFHASE 1) (MMA1) (HYDROXY MYCOLIC AGIRsS YNTHASE): RV0645C
YNTFHASE 2) (MMA2) (HYDROXY MYCOLIC AGIRsS YNTHASE): RV0644C

5D SYNTFHRASZE 3) (MMAS3) (HYDROXY-MYCOLIC AGIRS YNTHASE): RV0643C
D SYNTHRSE 4) (MMA4) (HYDROXY MYCOLIC AGHRsS YNTHASE): RV0642C

V2600 -10.09 == hypothetical protein: RV0572C
f -9.04 POSSIBLE TRANSMEMBRANE PROTEIN: RV0420C
2 -5.13 Y: RV2999

Rv0420c  —3.78
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