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Cluster: 0375 mtu; resid: 0.45; r/c: 8/245

x.range

upstream meme PSSM #1; e=1e−05

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211

x.range
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upstream meme PSSM #2; e=0.0092

1 3 5 7 9 111 3 5 7 9

●
●

●

●

●

●

●

●

papA4fadD24

Rv3745c

PE34

Rv3747

mrr

Rv2704

Rv2801c

string −200 −100 −1

PROBABLE RESTRICTION SYSTEM PROTEIN MRR: RV2528C−1.67

hypothetical protein: RV2704−2.01

hypothetical protein: RV2801C−2.07

hypothetical protein: RV3745C−2.16

OBABLE PE FAMILY PROTEIN (PE FAMILY−RELATED PROTEIN): RV3746C−10.41

hypothetical protein: RV3747−10.41

NSERVED POLYKETIDE SYNTHASE ASSOCIATED PROTEIN PAPA4: RV1528C−10.77

acyl−CoA synthetase: RV1529−10.77

log10(P) upstream meme1 2 log10(P.clust)=−6.28; 8 seqs; 8 uniq
c(0.5, 2.5)
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