Cluster: 0382 mtu; resid: 0.57; r/c: 15/240
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I log10(P) upstream meme log10(P.clust)=—6.93; 15 seqs; 11 uniq
LECTRONZBANSFER FLAVOPROTEIN LARGE SUBUNIT) (ETFLS): RV3028C
-12.33 [r—— hypothetical-protein: RvV3030

ECTRONZRANSFER FLAVOPROTEIN'SMEFL. SUBUNIT) (ETFSS): RV3029C
-10.21——PROBABLE ANION-TRANSPORTER ATPASE: RV3680
-10.21—PROBABLE ANION-TRANSPORTER ATPASE: RV3679

A -10.21 hypothetical protein: RV3678C
) l AG vl 1021 POSSIBLE HYDROLASE: RV3677C
-7.41 —PROBABEETFWO-COMPONENT-SENSORKHNASE (RV32200

-7.41 mmaypothetical-protein: RV3221C
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RVR#e 558 hypothetical protein: RV0543C

:\,‘E -1.60 T ribonuclease-PH:I RV1340

3030 -1.58 hypothetical-protein: RV1597

-1.39 uridylate kinase: RV2883C

RV1597 -1.35 ——————06—stecinyibenzoic-aci—CeoAigase: IRVO5420
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