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upstream meme PSSM #1; e=0.00032
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string
operons −200 −100 −1

hypothetical protein: RV1357C−1.72

POSSIBLE OXIDOREDUCTASE: RV0370C−1.84

hypothetical protein: RV0607−2.21

hypothetical protein: RV0963C−2.23

PROBABLE CONSERVED TRANSMEMBRANE PROTEIN: RV0235C−3.11

POSSIBLE Mg2+ TRANSPORT TRANSMEMBRANE PROTEIN MGTE: RV0362−4.88

hypothetical protein: RV1727−5.29

PROBABLE TRANSCRIPTIONAL REGULATORY PROTEIN: RV1353C−5.30

hypothetical protein: RV1455−5.74

hypothetical protein: RV0762C−10.95

POSSIBLE FERREDOXIN: RV0763C−10.95

short chain dehydrogenase: RV0765C−10.95

PROBABLE CYTOCHROME P450 123 CYP123: RV0766C−10.95

SE NAD DEPENDENT ALDA (ALDEHYDE DEHYDROGENASE [NAD+]): RV0768−10.95

short chain dehydrogenase: RV0769−10.95

PROBABLE DEHYDROGENASE/REDUCTASE: RV0770−10.95

YLASE) (LANOSTEROL 14−ALPHA DEMETHYLASE) (P450−14DM): RV0764C−10.95

hypothetical protein: RV0767C−10.95

log10(P) upstream meme1 2 log10(P.clust)=−7.27; 18 seqs; 11 uniq
c(0.5, 2.5)
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