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Cluster: 0432 mtu; resid: 0.41; r/c: 16/193

I I I I
500 1000 1500 2000

Ipstream meme PSSM #1,; e=2.4e-80upstream meme PSSM #2; e=9.8e-56
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. 10g10(P) upstream meame log10(P.clust)=—16.08; 16 seqs; 13 uniq
POSEIBYE TRANSPOSASE FOR INSERTION ELEMENT IS6110: RV3475
-19.84————————PROBABLE TRANSPOSASE: RV3326
-1984———————— PROBABLE TRANSPOSASE: RV3187
-19. 84— PROBABLE-TRANSPOSASE. RV3185
-19.84———————— PROBABLE-TRANSPOSASE:(RV2814C
-19.84 PROBABLE TRANSPOSASE: RV2355

ICAY -19.84 PPE FAMIDGRROTEIN: RV2353C
t 6 112 1984 PROBABLE TRANSPOSASE: RV2279
-19.84 PROBABLE TRAMSPOSASE: RV2106

-19.84 1S1547 WaMSposase: RV0797

‘\ VE TRANBPEISASE-FORNSERTHON-SEQUENCE-ELEMENT |S6+: GIRVO796

-6.73 PROBABLE TRANSPOSASE: RV2479C

-0.03 ——————————PROBABLE TRANSPOSASE:'RV3380C

-0.03 PUTATIVE TRANSPOSASE: RV1756C

aside Rrvo7e7 BLE TRANSROSASE FOR INSERTION SEQUENCE ELEMENT 1S6110HRV2649
RV24790 NA , PROBABLE TRANSPOSASE:RV2167C

Rv2167c = oremns -200 100 1



