
500 1000 1500 2000

−
10

−
5

0
5

10

Cluster: 0442 mtu; resid: 0.47; r/c: 10/239
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Cluster: 0442 mtu; resid: 0.47; r/c: 10/239

x.range

upstream meme PSSM #1; e=9.4e−15

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=3.9e−10

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16
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mmpL13a

mmpL13b

Rv2125
Rv3448

PE_PGRS45
Rv2616

PE_PGRS17

PE_PGRS18

PE_PGRS40

Rv2415c

string
operons −200 −100 −1

PROBABLE CONSERVED INTEGRAL MEMBRANE PROTEIN: RV3448−0.14

BLE CONSERVED TRANSMEMBRANE TRANSPORT PROTEIN MMPL13A: RV1145−0.19

BLE CONSERVED TRANSMEMBRANE TRANSPORT PROTEIN MMPL13B: RV1146−0.19

hypothetical protein: RV2125−6.87

hypothetical protein: RV2415C−7.79

hypothetical protein: RV2616−10.66

PE−PGRS FAMILY PROTEIN: RV2371−18.12

PE−PGRS FAMILY PROTEIN: RV0978C−20.97

PE−PGRS FAMILY PROTEIN: RV0980C−22.01

PE−PGRS FAMILY PROTEIN: RV2615C−22.01

log10(P) upstream meme1 2 log10(P.clust)=−10.90; 10 seqs; 9 uniq
c(0.5, 2.5)
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