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Cluster: 0446 mtu; resid: 0.47; r/c: 11/237
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x.range

upstream meme PSSM #1; e=1.7e+03

1 3 5 7 9 11 13 151 3 5 7 9 11 13

x.range

y.
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upstream meme PSSM #2; e=5.5e+03

1 3 5 7 91 3 5 7 9

●

●

●

●

●

●

●

● ●

●●

fadB2

Rv1466

ileS

Rv1344

fadD33

fadE14

Rv1460

Rv1461 Rv1462

Rv1463Rv1465

string
operons −200 −100 −1

isoleucyl−tRNA synthetase: RV1536−2.90

PROBABLE TRANSCRIPTIONAL REGULATORY PROTEIN: RV1460−5.89

ROBABLE CONSERVED ATP−BINDING PROTEIN ABC TRANSPORTER: RV1463−5.89

hypothetical protein: RV1461−5.89

hypothetical protein: RV1462−5.89

POSSIBLE NITROGEN FIXATION RELATED PROTEIN: RV1465−5.89

hypothetical protein: RV1466−5.89

acyl carrier protein: RV1344−6.29

acyl−CoA synthetase: RV1345−6.29

POSSIBLE ACYL−CoA DEHYDROGENASE FADE14: RV1346−6.29

3−hydroxybutyryl−CoA dehydrogenase: RV0468−6.50

log10(P) upstream meme1 2 log10(P.clust)=−5.78; 11 seqs; 4 uniq
c(0.5, 2.5)
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