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lldD2

Rv2901cstring −200 −100 −1

MANNOSYLTRANSFERASE PIMB: RV0557−0.02

hypothetical protein: RV1870C−0.11

O−succinylbenzoic acid−−CoA ligase: RV0542C−0.88

POSSIBLE L−LACTATE DEHYDROGENASE (CYTOCHROME) LLDD2: RV1872C−0.91

hypothetical protein: RV1871C−3.80

hypothetical protein: RV2901C−3.80

log10(P) upstream meme1 2 log10(P.clust)=−1.58; 6 seqs; 6 uniq
c(0.5, 2.5)
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