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x.range

upstream meme PSSM #1; e=2.2e+03
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Rv0900
Rv0901

Rv2183c
Rv2184c

TB16.3 fadD15 fadA6

Rv3557cstring
operons −200 −100 −1

hypothetical protein: RV2183C−2.82

hypothetical protein: RV2185C−2.82

hypothetical protein: RV2184C−2.82

(FATTY−ACID−CoA SYNTHETASE) (FATTY−ACID−CoA SYNTHASE): RV2187−2.91

OUTER MEMBRANE PROTEIN A OMPA: RV0899−2.99

POSSIBLE CONSERVED EXPORTED OR MEMBRANE PROTEIN: RV0901−2.99

POSSIBLE MEMBRANE PROTEIN: RV0900−2.99

acetyl−CoA acetyltransferase: RV3556C−3.14

CRIPTIONAL REGULATORY PROTEIN (PROBABLY TETR−FAMILY): RV3557C−3.14

log10(P) upstream meme1 2 log10(P.clust)=−2.96; 9 seqs; 4 uniq
c(0.5, 2.5)
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