Cluster: 0462 mtu; resid: 0.49; r/c: 18/238
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l0og10(P) upstream meame log10(P.clust)=-1.98; 18 segs; 9 uniq
-3.40 - acetolactate synthase 1 catalytic subunit: RV3003C
—3.40 ——————acetotactate-synihase-3-regutatory-subunit (RV30020
-3.40 ———————ketol-acidreductoisomerase:(RV30010

-3.13 ———30S-ribosomalprotein-S2:IRV2890C
-3.13 -~ —————elongatifh-factor-Ts:'/RV2889C
-3.13 = ™ amidase: RV2888C
-2.80 - m__m= malate synthase G: RV1837C
-2.77 - 50S tibosomal protein L25/geri€ral stress protein Ctc: RV1015C
-2.77 =—rr—m -~ peptidyl-tRNA hydrolase: RV1014C
-1.43 hypd&thetical protein: RV2226
-1.29 w—PPE-FAMILY-PROTEIN:IRV3739C
-1.27 50S-ribosomat-protein-13:[RV3443C
-1.27 30S fibosomal-protein-S9: RV3442C

-0.60methylaminomethyl—2—thiouridylate)—methyltransferase:(RV3024C
-0.45 PROBABLE SULFATE®BINDING LIPOPROTEIN SUBI: RV2400C

INTEGRBL MEMBRANE PROTETN ABC TRANSPORTER CYST: RV2399C
BORT INTEGRAM. MEMBRANE PROTER ABC TRANSPORTER CYSW: RV2398C
-TRANSPORBA - YSAL: IRV2897C
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