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x.range

upstream meme PSSM #1; e=0.018

1 6 11 161 6 11 161 6 11 161 6 11 161 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=110

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211
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Rv1833c

Rv2143

Rv3073c

Rv2735c

recX
Rv3074

Rv3072c

Rv3908

Rv3909sigM

Rv3912wag22

Rv2617c

string
operons −200 −100 −1

PE−PGRS FAMILY PROTEIN: RV1759C−3.47

haloalkane dehalogenase: RV1833C−4.04

hypothetical protein: RV2735C−4.18

recombination regulator RecX: RV2736C−4.18

RNA polymerase sigma factor SigM: RV3911−7.04

HYPOTHETICAL ALANINE RICH PROTEIN: RV3912−7.04

hypothetical protein: RV3908−7.04

hypothetical protein: RV3909−7.04

PROBABLE TRANSMEMBRANE PROTEIN: RV2617C−7.06

hypothetical protein: RV2143−7.47

hypothetical protein: RV3072C−14.59

hypothetical protein: RV3073C−14.59

hypothetical protein: RV3074−14.59

log10(P) upstream meme1 2 log10(P.clust)=−7.87; 13 seqs; 8 uniq
c(0.5, 2.5)
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