Cluster: 0518 mtu; resid: 0.50; r/c: 10/239
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I I I - - log10(P) upstream meme log10(P.clust)=—6.50; 10 segs; 6 uniq

7 4 PROBABLE SULFATE-BINDING LIPOPROTEIN SUBI RV2400C
SPORT INTEGRAL MEMBRANE PROTEIN ABC TRANSPORTER CYST: RV2399C
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