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POSSIBLE Mg2+ TRANSPORT P−TYPE ATPASE C MGTC: RV1811−0.28

hypothetical protein: RV3860−1.15

hypothetical protein: RV3861−1.15

hypothetical protein: RV3899C−1.83

CONSERVED HYPOTHETICAL ALANINE RICH PROTEIN: RV3900C−1.83

POSSIBLE MEMBRANE PROTEIN: RV3901C−1.83

hypothetical protein: RV2179C−2.47

Probable conserved integral membrane protein: RV2180C−2.47

CELL SURFACE LIPOPROTEIN MPT83 (LIPOPROTEIN P23): RV2873−7.20

ribonucleotide−diphosphate reductase subunit beta: RV1981C−7.50

hypothetical protein: RV1439C−8.16

PROBABLE LIPOPROTEIN LPPT: RV1799−9.27

log10(P) upstream meme1 2 log10(P.clust)=−3.76; 12 seqs; 8 uniq
c(0.5, 2.5)
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