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Cluster: 0524 mtu; resid: 0.54; r/c: 11/246
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x.range

upstream meme PSSM #1; e=0.00036

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6

x.range

y.
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upstream meme PSSM #2; e=1
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Rv3485c

Rv2712c
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Rv3236c

Rv3237c

Rv3486

Rv3860
Rv3861

whiB3

string
operons −200 −100 −1

POSSIBLE LIPOPROTEIN LPPD: RV1899C−2.97

PROBABLE LIGNIN PEROXIDASE LIPJ: RV1900C−2.97

hypothetical protein: RV3860−3.15

hypothetical protein: RV3861−3.15

OBABLE CONSERVED INTEGRAL MEMBRANE TRANSPORT PROTEIN: RV3236C−3.76

hypothetical protein: RV3237C−3.76

TRANSCRIPTIONAL REGULATORY PROTEIN WHIB−LIKE WHIB3: RV3416−4.23

hypothetical protein: RV2712C−13.95

soluble pyridine nucleotide transhydrogenase: RV2713−13.95

short chain dehydrogenase: RV3485C−14.97

hypothetical protein: RV3486−14.97

log10(P) upstream meme1 2 log10(P.clust)=−7.44; 11 seqs; 8 uniq
c(0.5, 2.5)
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