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x.range

upstream meme PSSM #1; e=8.3e−13

1 6 11 161 6 11 161 6 11 161 6 11 161 6 11 16

x.range

y.
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e

upstream meme PSSM #2; e=1.4

1 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15
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Rv1148c

Rv2256c

Rv0345

Rv2638

Rv0807

Rv0996

PPE32
Rv1041c

Rv1042c

Rv1149

PPE33

PPE31

PE_PGRS15

PE7

PE17

lipM

Rv3857c

string
operons −200 −100 −1

PPE FAMILY PROTEIN: RV1807NA

PROBABLE CONSERVED TRANSMEMBRANE PROTEIN: RV0996−0.03

Probable esterase LipM: RV2284−0.19

PE FAMILY PROTEIN: RV0916C−1.09

hypothetical protein: RV0807−1.09

hypothetical protein: RV0345−2.91

POSSIBLE MEMBRANE PROTEIN: RV3857C−3.65

PPE FAMILY PROTEIN: RV1808−3.95

PPE FAMILY PROTEIN: RV1809−3.95

PE−PGRS FAMILY PROTEIN: RV0872C−4.34

hypothetical protein: RV2638−4.56

PE FAMILY PROTEIN: RV1646−5.21

hypothetical protein: RV0313−5.53

hypothetical protein: RV2256C−5.98

PROBABLE IS LIKE−2 TRANSPOSASE: RV1041C−8.46

PROBABLE IS LIKE−2 TRANSPOSASE: RV1042C−8.46

hypothetical protein: RV1148C−15.52

POSSIBLE TRANSPOSASE: RV1149−15.52

log10(P) upstream meme1 2 log10(P.clust)=−5.32; 18 seqs; 16 uniq
c(0.5, 2.5)
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