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Rv3376 string
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POSSIBLE TRANSFERASE: RV3225C−0.53

ATP−dependent Clp protease proteolytic subunit: RV2460C−0.67

ATP−dependent Clp protease proteolytic subunit: RV2461C−0.67

POSSIBLE CONSERVED MEMBRANE PROTEIN: RV2576C−1.00

hypothetical protein: RV3376−1.03

PE−PGRS FAMILY PROTEIN: RV2396−1.55

hypothetical protein: RV0748−1.87

S−adenosylmethionine synthetase: RV1392−3.30

hypothetical protein: RV1211−3.95

PE FAMILY PROTEIN: RV2431C−4.94

log10(P) upstream meme1 2 log10(P.clust)=−1.95; 10 seqs; 9 uniq
c(0.5, 2.5)
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