
500 1000 1500 2000

−
10

−
5

0
5

10

Cluster: 0568 mtu; resid: 0.57; r/c: 18/239

−
10

−
5

0
5

10

Cluster: 0568 mtu; resid: 0.57; r/c: 18/239

x.range

upstream meme PSSM #1; e=68

1 3 5 7 9 11 13 151 3 5 7 9 11 13

x.range

y.
ra
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e

upstream meme PSSM #2; e=380

1 3 5 7 9 111 3 5 7 9
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Rv2013
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Rv2961
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PPE61
Rv3517

Rv3079c

phyA

Rv0090

Rv0614

Rv0616c

RV1000 Rv1105

Rv2653c

string
operons −200 −100 −1

RV1000NA

POSSIBLE TRANSPOSASE: RV2013−1.35

POSSIBLE TRANSPOSASE: RV2014−1.35

hypothetical protein: RV1572C−1.49

POSSIBLE PARA−NITROBENZYL ESTERASE (FRAGMENT): RV1105−1.94

hypothetical protein: RV2891−2.06

hypothetical protein: RV3079C−2.45

hypothetical protein: RV3517−2.62

hypothetical protein: RV0616C−2.94

PPE FAMILY PROTEIN: RV3532−3.03

Probable phiRV1 phage related protein: RV1574−3.27

PROBABLE PHYTOENE SYNTHASE PHYA: RV3397C−3.79

hypothetical protein: RV0661C−4.12

hypothetical protein: RV0662C−4.12

PROBABLE TRANSPOSASE: RV2961−4.28

POSSIBLE phiRv2 PROPHAGE PROTEIN: RV2653C−4.74

hypothetical protein: RV0614−5.11

POSSIBLE MEMBRANE PROTEIN: RV0090−5.48

log10(P) upstream meme1 2 log10(P.clust)=−3.18; 18 seqs; 16 uniq
c(0.5, 2.5)
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