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PROBABLE CYTOCHROME P450 137 CYP137: RV3685C−1.23

Probable exported protease: RV2223C−2.73

Probable exported protease: RV2224C−2.73

hypothetical protein: RV3753C−3.49

phosphoadenosine phosphosulfate reductase: RV2392−3.92

polyphosphate kinase: RV2984−4.01
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