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-7.43 — ———tmuS-protei IDVI2906
-7.36 sensor histidine kinase/respond&Tegulator: DVU0681
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-5.09methylaminomethyl-2-thiouridylate)-met/ffffansferase: DVU0807
-4.64 ———————qglycosyttransferase;-group-2-fanfilfFproteirn: IDVUOLL7
-3.86 translocation-pathway-sigraPSequence-domain-protein: IDVII2661

-3.68 hypoetheticat-protetn: IDVII3000
-3.61 ~transglycosylase;-SEF-family:-DVUAQL25
-2.99 major facilitator sup&ffamily protein: DVU1163

-2.93 ——UbP-N-acetylenolpyruvBJiglucosamine-reductase: [DVU2502
-2.80 —HAMP-domaintfGEDEFdemain/EALdofMaih-proteir: IDVIND22
-1.27 midazoleglycerol-phosphate-synthase; cyclase-subunit: DVU0286
-0.99 sigma-54 dependent DNA-binding response regulator: DVU0621
-0.74 hypothetical-protein:(DVU2041
-0.60 =———glycosytransferasegroup—2-famity-protein IDIINEEE
-0.09 ——————————————————————hypothetical-proteir: IDVES00R
-0.08 hypothetical-protein:IDVU2023
-0.04 fipoproteinputative: IDVIISIRZS
—0.03 sigma-54,dependent DNA-bjnding response regulator: DVU0539
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