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Cluster: 0029 dvu; resid: 0.50; r/c: 23/369

x.range

upstream meme PSSM #1; e=0.67
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upstream meme PSSM #2; e=3.2e+04
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string
operons −200 −100 −1

3−octaprenyl−4−hydroxybenzoate carboxy−lyase: DVU3307−0.01
phosphoheptose isomerase: DVU1889−0.03

hypothetical protein: DVU0502−0.14
hypothetical protein: DVU1661−0.35

amidophosphoribosyltransferase: DVU0161−0.57
carbamoyl−phosphate synthase, large subunit: DVU0162−0.57

lipoprotein, putative: DVU1195−0.58
ATP−dependent protease, putative: DVU1893−0.63

seryl−tRNA synthetase: DVU0237−0.63
translation elongation factor P: DVU1666−1.00

ribosomal protein L11 methyltransferase, putative: DVU2339−1.95
hypothetical protein: DVU1062−2.04

arginyl−tRNA synthetase: DVU1248−2.63
hypothetical protein: DVU3275−2.97

sulfate permease family protein: DVU0279−3.40
glutamyl−tRNA(Gln) amidotransferase, C subunit: DVU0809−3.83

hypothetical protein: DVU0810−3.83
peptidase, M23/M37 family: DVU3395−5.28

4−diphosphocytidyl−2C−methyl−D−erythritol kinase: DVU1576−7.20
sigma 70 family protein: DVU1584−7.20

DNA polymerase III, beta subunit: DVU0002−9.57
DNA gyrase, B subunit: DVU0003−9.57
DNA gyrase, A subunit: DVU0004−9.57

log10(P) upstream meme1 2 log10(P.clust)=−3.20; 23 seqs; 18 uniq
c(0.5, 2.5)
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