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Cluster: 0033 dvu; resid: 0.49; r/c: 29/365

x.range

upstream meme PSSM #1; e=510
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x.range
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upstream meme PSSM #2; e=230
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DVU2088
DVU2087

pdxJ

DVU1280

DVU3180

DVU3175

DVU1347DVU0973

DVU2949DVU2306

mviN−1DVU1172

DVU0126

DVU0541

DVU0802

DVU0993DVU1056

DVU1150

DVU1744

DVU1762

DVU1857DVU1934

DVU2060

DVU2447
DVU2700

DVU3038

DVU3039

DVU3115

DVU2627

string
operons −200 −100 −1

GGDEF domain protein: DVU3180−0.01
conserved hypothetical protein TIGR00159: DVU1280−0.07

ABC transporter, ATP−binding protein: DVU0126−0.07
hypothetical protein: DVU2949−0.11
hypothetical protein: DVU3038−0.11

obalt ABC transporter, ATP−binding protein, putative: DVU1056−0.11
hypothetical protein: DVU3175−0.17
hypothetical protein: DVU1150−0.20
hypothetical protein: DVU2447−0.47

pyridoxal phosphate biosynthetic protein PdxJ: DVU1908−0.63
hypothetical protein: DVU3115−0.75
hypothetical protein: DVU2060−0.90
hypothetical protein: DVU2627−0.96
hypothetical protein: DVU0993−0.97
lipoprotein, putative: DVU0541−1.04
hypothetical protein: DVU1762−1.13

phosphate transporter family protein: DVU2306−1.34
phosphonate ABC transporter, permease protein: DVU1934−1.84

hypothetical protein: DVU0802−2.12
4−hydroxybenzoate octaprenyltransferase, putative: DVU0973−2.63

hypothetical protein: DVU2700−4.05
hypothetical protein: DVU2087−4.32
hypothetical protein: DVU2088−4.32
hypothetical protein: DVU3039−4.73

peptidase, M23/M37 family: DVU1347−4.74
methyl−accepting chemotaxis protein: DVU1857−5.08

DNA−binding protein: DVU1744−9.28
hypothetical protein: DVU1172−12.39

integral membrane protein MviN: DVU1173−12.39
log10(P) upstream meme1 2 log10(P.clust)=−2.65; 29 seqs; 28 uniq

c(0.5, 2.5)
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