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Cluster: 0053 dvu; resid: 0.49; r/c: 27/375

x.range

upstream meme PSSM #1; e=0.29

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=44

1 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 17
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DVU0593

DVU0152

DVU0149

DVU2104

DVU0147
DVU0146

DVU0150DVU0148

DVUA0061
DVUA0036

pfkA

DVU0806
DVU0805

DVU0372

DVU0458

DVU0678

DVU0751

DVU0882

DVU1670DVU2014

DVU2952
DVU3125

dcrA

DVU3188

zraP

DVU2088

string
operons −200 −100 −1

phosphate−−fructose−6−phosphate 1−phosphotransferase: DVU2061−0.07
hypothetical protein: DVU0372−0.25
hypothetical protein: DVU2952−0.38
hypothetical protein: DVU0678−0.42
hypothetical protein: DVU0458−0.46

methyl−accepting chemotaxis protein DcrA: DVU3182−0.58
TPR domain protein: DVUA0036−1.02

hypothetical protein: DVU1670−2.02
hypothetical protein: DVU0805−2.50

chemotaxis protein CheY, putative: DVU0806−2.50
hypothetical protein: DVU2088−2.53
lipoprotein, putative: DVU3125−2.53

rter, permease protein, His/Glu/Gln/Arg/opine family: DVU0751−2.85
hypothetical protein: DVUA0061−3.05

hypothetical protein: DVU0882−3.12
iron−sulfur cluster−binding/ATPase domain protein: DVU2104−3.58

NLP/P60 family protein: DVU3188−3.71
phosphoenolpyruvate synthase−related protein: DVU0152−5.03

metallo−beta−lactamase family protein: DVU2014−5.26
zinc resistance−associated protein: DVU3384−8.18

hypothetical protein: DVU0146−8.88
lipoprotein, putative: DVU0148−8.88
hypothetical protein: DVU0149−8.88
hypothetical protein: DVU0150−8.88
lipoprotein, putative: DVU0147−8.88

L−lysine exporter, putative: DVU0593−13.32
chromosome replication initiation inhibitor protein: DVU0594−13.32

log10(P) upstream meme1 2 log10(P.clust)=−4.49; 27 seqs; 22 uniq
c(0.5, 2.5)
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